
FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
10

0
20

0
30

0
unique ENSMUSG00000077450

FF GG HH FG GF GH HG FH HF

10
00

15
00

20
00

25
00

30
00

35
00

unique ENSMUSG00000077450

FF GG HH FG GF GH HG FH HF

60
00

80
00

10
00

0
12

00
0

14
00

0
16

00
0

18
00

0

unfiltered ENSMUSG00000077450



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
10

0
15

0
20

0
25

0
30

0
35

0
unique ENSMUSG00000046805

FF GG HH FG GF GH HG FH HF

20
0

40
0

60
0

80
0

10
00

12
00

unique ENSMUSG00000046805

FF GG HH FG GF GH HG FH HF

50
0

10
00

15
00

20
00

25
00

30
00

unfiltered ENSMUSG00000046805



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
10

0
20

0
30

0
40

0
50

0
unique ENSMUSG00000051695

FF GG HH FG GF GH HG FH HF

45
00

50
00

55
00

60
00

unique ENSMUSG00000051695

FF GG HH FG GF GH HG FH HF

12
00

0
13

00
0

14
00

0
15

00
0

16
00

0
17

00
0

unfiltered ENSMUSG00000051695



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
5

10
15

20
25

30
unique ENSMUSG00000068856

FF GG HH FG GF GH HG FH HF

20
0

30
0

40
0

50
0

60
0

unique ENSMUSG00000068856

FF GG HH FG GF GH HG FH HF

16
00

18
00

20
00

22
00

24
00

26
00

unfiltered ENSMUSG00000068856



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
5

10
15

20
25

30
35

unique ENSMUSG00000044783

FF GG HH FG GF GH HG FH HF

50
0

10
00

15
00

20
00

unique ENSMUSG00000044783

FF GG HH FG GF GH HG FH HF

10
00

20
00

30
00

40
00

50
00

unfiltered ENSMUSG00000044783



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
5

10
15

20
unique ENSMUSG00000029131

FF GG HH FG GF GH HG FH HF

20
0

30
0

40
0

50
0

60
0

70
0

unique ENSMUSG00000029131

FF GG HH FG GF GH HG FH HF

30
00

35
00

40
00

45
00

50
00

unfiltered ENSMUSG00000029131



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

15
00

20
00

25
00

30
00

unique ENSMUSG00000022477

FF GG HH FG GF GH HG FH HF

12
00

0
14

00
0

16
00

0
18

00
0

20
00

0

unique ENSMUSG00000022477

FF GG HH FG GF GH HG FH HF

30
00

0
35

00
0

40
00

0
45

00
0

50
00

0
55

00
0

unfiltered ENSMUSG00000022477



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
0

10
00

15
00

unique ENSMUSG00000031633

FF GG HH FG GF GH HG FH HF

10
00

0
12

00
0

14
00

0
16

00
0

18
00

0
20

00
0

unique ENSMUSG00000031633

FF GG HH FG GF GH HG FH HF

25
00

0
30

00
0

35
00

0
40

00
0

45
00

0
50

00
0

55
00

0

unfiltered ENSMUSG00000031633



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

70
0

80
0

90
0

10
00

11
00

12
00

13
00

unique ENSMUSG00000025871

FF GG HH FG GF GH HG FH HF

35
00

40
00

45
00

50
00

unique ENSMUSG00000025871

FF GG HH FG GF GH HG FH HF

90
00

10
00

0
11

00
0

12
00

0

unfiltered ENSMUSG00000025871



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
5

10
15

20
25

30
35

unique ENSMUSG00000027015

FF GG HH FG GF GH HG FH HF

20
0

25
0

30
0

35
0

40
0

45
0

unique ENSMUSG00000027015

FF GG HH FG GF GH HG FH HF

50
0

60
0

70
0

80
0

90
0

10
00

11
00

unfiltered ENSMUSG00000027015



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

20
00

40
00

60
00

80
00

10
00

0
unique ENSMUSG00000015090

FF GG HH FG GF GH HG FH HF

10
00

0
15

00
0

20
00

0
25

00
0

30
00

0

unique ENSMUSG00000015090

FF GG HH FG GF GH HG FH HF

30
00

0
40

00
0

50
00

0
60

00
0

70
00

0
80

00
0

90
00

0

unfiltered ENSMUSG00000015090



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

40
0

60
0

80
0

10
00

12
00

14
00

16
00

unique ENSMUSG00000007021

FF GG HH FG GF GH HG FH HF

40
00

45
00

50
00

55
00

60
00

65
00

70
00

75
00

unique ENSMUSG00000007021

FF GG HH FG GF GH HG FH HF

12
00

0
14

00
0

16
00

0
18

00
0

20
00

0

unfiltered ENSMUSG00000007021



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
0

20
0

30
0

40
0

50
0

60
0

unique ENSMUSG00000038370

FF GG HH FG GF GH HG FH HF

30
00

40
00

50
00

60
00

70
00

80
00

90
00

unique ENSMUSG00000038370

FF GG HH FG GF GH HG FH HF

10
00

0
15

00
0

20
00

0

unfiltered ENSMUSG00000038370



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

20
40

60
80

10
0

unique ENSMUSG00000062647

FF GG HH FG GF GH HG FH HF

10
0

20
0

30
0

40
0

50
0

60
0

70
0

unique ENSMUSG00000062647

FF GG HH FG GF GH HG FH HF

20
00

25
00

30
00

unfiltered ENSMUSG00000062647



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
5

10
15

unique ENSMUSG00000039994

FF GG HH FG GF GH HG FH HF

15
0

20
0

25
0

unique ENSMUSG00000039994

FF GG HH FG GF GH HG FH HF

30
0

40
0

50
0

60
0

70
0

unfiltered ENSMUSG00000039994



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
10

0
20

0
30

0
40

0
50

0
60

0
70

0
unique ENSMUSG00000039428

FF GG HH FG GF GH HG FH HF

20
00

21
00

22
00

23
00

24
00

25
00

26
00

unique ENSMUSG00000039428

FF GG HH FG GF GH HG FH HF

55
00

60
00

65
00

unfiltered ENSMUSG00000039428



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
0

10
00

15
00

20
00

unique ENSMUSG00000050953

FF GG HH FG GF GH HG FH HF

50
00

60
00

70
00

80
00

90
00

11
00

0

unique ENSMUSG00000050953

FF GG HH FG GF GH HG FH HF

15
00

0
20

00
0

25
00

0
30

00
0

unfiltered ENSMUSG00000050953



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
20

40
60

80
unique ENSMUSG00000060181

FF GG HH FG GF GH HG FH HF

60
0

70
0

80
0

90
0

10
00

unique ENSMUSG00000060181

FF GG HH FG GF GH HG FH HF

28
00

30
00

32
00

34
00

36
00

38
00

40
00

unfiltered ENSMUSG00000060181



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
10

20
30

40
50

unique ENSMUSG00000038526

FF GG HH FG GF GH HG FH HF

20
0

30
0

40
0

50
0

60
0

70
0

unique ENSMUSG00000038526

FF GG HH FG GF GH HG FH HF

10
00

15
00

20
00

25
00

unfiltered ENSMUSG00000038526



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

20
0

30
0

40
0

50
0

60
0

unique ENSMUSG00000004285

FF GG HH FG GF GH HG FH HF

10
00

15
00

20
00

25
00

unique ENSMUSG00000004285

FF GG HH FG GF GH HG FH HF

30
00

40
00

50
00

60
00

70
00

80
00

unfiltered ENSMUSG00000004285



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
0

10
00

15
00

unique ENSMUSG00000007950

FF GG HH FG GF GH HG FH HF

50
00

60
00

70
00

80
00

90
00

10
00

0

unique ENSMUSG00000007950

FF GG HH FG GF GH HG FH HF

14
00

0
18

00
0

22
00

0
26

00
0

unfiltered ENSMUSG00000007950



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
50

10
0

15
0

unique ENSMUSG00000026755

FF GG HH FG GF GH HG FH HF

12
00

14
00

16
00

18
00

20
00

unique ENSMUSG00000026755

FF GG HH FG GF GH HG FH HF

30
00

35
00

40
00

45
00

50
00

unfiltered ENSMUSG00000026755



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
2

4
6

8
10

12
14

unique ENSMUSG00000020573

FF GG HH FG GF GH HG FH HF

10
0

15
0

20
0

25
0

30
0

unique ENSMUSG00000020573

FF GG HH FG GF GH HG FH HF

20
0

30
0

40
0

50
0

60
0

70
0

80
0

unfiltered ENSMUSG00000020573



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
0

10
00

15
00

unique ENSMUSG00000029713

FF GG HH FG GF GH HG FH HF

60
00

70
00

80
00

90
00

10
00

0
11

00
0

12
00

0

unique ENSMUSG00000029713

FF GG HH FG GF GH HG FH HF

20
00

0
25

00
0

30
00

0
35

00
0

unfiltered ENSMUSG00000029713



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
00

15
00

20
00

25
00

unique ENSMUSG00000052229

FF GG HH FG GF GH HG FH HF

40
00

50
00

60
00

70
00

unique ENSMUSG00000052229

FF GG HH FG GF GH HG FH HF

12
00

0
14

00
0

16
00

0
18

00
0

20
00

0
22

00
0

unfiltered ENSMUSG00000052229



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
2

4
6

8
10

12
unique ENSMUSG00000071317

FF GG HH FG GF GH HG FH HF

50
10

0
15

0

unique ENSMUSG00000071317

FF GG HH FG GF GH HG FH HF

10
0

20
0

30
0

40
0

unfiltered ENSMUSG00000071317



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
10

0
15

0
20

0
25

0
30

0
unique ENSMUSG00000047423

FF GG HH FG GF GH HG FH HF

12
00

14
00

16
00

18
00

20
00

unique ENSMUSG00000047423

FF GG HH FG GF GH HG FH HF

30
00

35
00

40
00

45
00

50
00

55
00

60
00

unfiltered ENSMUSG00000047423



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

20
00

30
00

40
00

50
00

60
00

70
00

unique ENSMUSG00000030302

FF GG HH FG GF GH HG FH HF

20
00

0
25

00
0

30
00

0
35

00
0

40
00

0

unique ENSMUSG00000030302

FF GG HH FG GF GH HG FH HF

5e
+

04
6e

+
04

7e
+

04
8e

+
04

9e
+

04
1e

+
05

unfiltered ENSMUSG00000030302



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

20
40

60
80

10
0

12
0

unique ENSMUSG00000063659

FF GG HH FG GF GH HG FH HF

40
00

50
00

60
00

70
00

80
00

unique ENSMUSG00000063659

FF GG HH FG GF GH HG FH HF

10
00

0
12

00
0

14
00

0
16

00
0

18
00

0
20

00
0

22
00

0

unfiltered ENSMUSG00000063659



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
10

0
15

0
20

0
unique ENSMUSG00000045973

FF GG HH FG GF GH HG FH HF

22
00

24
00

26
00

28
00

unique ENSMUSG00000045973

FF GG HH FG GF GH HG FH HF

55
00

60
00

65
00

70
00

75
00

80
00

unfiltered ENSMUSG00000045973



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
0

15
0

20
0

25
0

unique ENSMUSG00000030435

FF GG HH FG GF GH HG FH HF

16
00

18
00

20
00

22
00

24
00

unique ENSMUSG00000030435

FF GG HH FG GF GH HG FH HF

55
00

60
00

65
00

70
00

75
00

80
00

85
00

unfiltered ENSMUSG00000030435



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

25
0

30
0

35
0

40
0

45
0

50
0

unique ENSMUSG00000002948

FF GG HH FG GF GH HG FH HF

20
00

22
00

24
00

26
00

28
00

30
00

unique ENSMUSG00000002948

FF GG HH FG GF GH HG FH HF

55
00

60
00

65
00

70
00

75
00

80
00

unfiltered ENSMUSG00000002948



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
50

0
10

00
15

00
20

00
25

00
unique ENSMUSG00000031760

FF GG HH FG GF GH HG FH HF

40
00

60
00

80
00

10
00

0
12

00
0

unique ENSMUSG00000031760

FF GG HH FG GF GH HG FH HF

10
00

0
15

00
0

20
00

0
25

00
0

30
00

0
35

00
0

unfiltered ENSMUSG00000031760



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
0

15
0

20
0

25
0

unique ENSMUSG00000004056

FF GG HH FG GF GH HG FH HF

12
00

14
00

16
00

18
00

20
00

22
00

unique ENSMUSG00000004056

FF GG HH FG GF GH HG FH HF

45
00

50
00

55
00

60
00

65
00

70
00

75
00

80
00

unfiltered ENSMUSG00000004056



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

50
10

0
15

0
20

0
25

0
unique ENSMUSG00000053332

FF GG HH FG GF GH HG FH HF

20
0

40
0

60
0

80
0

unique ENSMUSG00000053332

FF GG HH FG GF GH HG FH HF

10
00

15
00

20
00

25
00

30
00

unfiltered ENSMUSG00000053332



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

40
0

60
0

80
0

10
00

12
00

unique ENSMUSG00000047261

FF GG HH FG GF GH HG FH HF

60
00

70
00

80
00

90
00

unique ENSMUSG00000047261

FF GG HH FG GF GH HG FH HF

14
00

0
16

00
0

18
00

0
20

00
0

22
00

0
24

00
0

unfiltered ENSMUSG00000047261



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
0

15
0

20
0

25
0

30
0

35
0

unique ENSMUSG00000087408

FF GG HH FG GF GH HG FH HF

14
00

16
00

18
00

20
00

22
00

24
00

unique ENSMUSG00000087408

FF GG HH FG GF GH HG FH HF

50
00

55
00

60
00

65
00

70
00

75
00

unfiltered ENSMUSG00000087408



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
00

15
00

20
00

unique ENSMUSG00000002107

FF GG HH FG GF GH HG FH HF

80
00

10
00

0
12

00
0

14
00

0

unique ENSMUSG00000002107

FF GG HH FG GF GH HG FH HF

20
00

0
25

00
0

30
00

0
35

00
0

40
00

0

unfiltered ENSMUSG00000002107



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
00

12
00

14
00

16
00

18
00

20
00

22
00

unique ENSMUSG00000042506

FF GG HH FG GF GH HG FH HF

80
00

90
00

10
00

0
11

00
0

12
00

0
13

00
0

unique ENSMUSG00000042506

FF GG HH FG GF GH HG FH HF

22
00

0
26

00
0

30
00

0
34

00
0

unfiltered ENSMUSG00000042506



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

20
0

30
0

40
0

50
0

60
0

unique ENSMUSG00000031672

FF GG HH FG GF GH HG FH HF

20
00

30
00

40
00

50
00

unique ENSMUSG00000031672

FF GG HH FG GF GH HG FH HF

80
00

10
00

0
12

00
0

14
00

0
16

00
0

18
00

0
20

00
0

unfiltered ENSMUSG00000031672



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

0
20

40
60

80
10

0
unique ENSMUSG00000043192

FF GG HH FG GF GH HG FH HF

70
00

80
00

90
00

10
00

0
11

00
0

unique ENSMUSG00000043192

FF GG HH FG GF GH HG FH HF

20
00

0
25

00
0

30
00

0

unfiltered ENSMUSG00000043192



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF

10
00

20
00

30
00

40
00

50
00

unique ENSMUSG00000032854

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000024571

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000024571
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unique ENSMUSG00000019433

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000019433

FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000019433



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF
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unique ENSMUSG00000048174

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000048174
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unique ENSMUSG00000068921

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000068921

FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000068921



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF
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unique ENSMUSG00000045763

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000045763

FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000045763
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0
5

10
15

20
25

30
unique ENSMUSG00000090258

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000090258

FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000090258
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unique ENSMUSG00000015149

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000015149
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unique ENSMUSG00000030327

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000030327



FG_hF FG_hG GF_hG GF_hF GH_hG GH_hH HG_hH HG_hG FH_hF FH_hH HF_hH HF_hF
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unique ENSMUSG00000073436

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000047945

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000030105

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000030105

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000032946

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000039105

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000039105

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000042671

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000020890

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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50
00

10
00

0
15

00
0
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unique ENSMUSG00000086040

FF GG HH FG GF GH HG FH HF
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unfiltered ENSMUSG00000086040
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unique ENSMUSG00000078695

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000005506

FF GG HH FG GF GH HG FH HF
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FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000032773

FF GG HH FG GF GH HG FH HF

40
00

50
00

60
00

70
00

80
00

unique ENSMUSG00000032773
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unique ENSMUSG00000015474

FF GG HH FG GF GH HG FH HF
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unique ENSMUSG00000015474
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unique ENSMUSG00000008658
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unfiltered ENSMUSG00000008658


